A tentative novel member of the genus Lyssavirus, designated as Kotalahti bat lyssavirus, was detected in a Brandt's bat (Myotis brandtii) in Finland. Based on phylogenetic analysis, the virus differs from other known lyssaviruses, being closely related to Khujand virus, Aravan virus, Bokeloh bat lyssavirus and European bat lyssavirus 2. 
) and a lyssavirus detected in a Japanese house bat (Pipistrellus abramus) in Taiwan in 2016 (Anonymous, 2016) . Lyssaviruses can be divided into phylogroups (Badrane & Tordo, 2001) . Phylogroup I comprises RABV, DUVV, EBLV-1, EBLV-2, ABLV, IRKV, KHUV, ARAV, BBLV and GBLV, whereas LBV, MOKV and SHIBV form phylogroup II (Badrane & Tordo, 2001; Gunawardena et al., 2016; Kuzmin et al., 2010) . WCBV, IKOV and LLEBV may be representatives of possible new phylogroups (Ar echiga- Ceballos et al., 2013; Kuzmin, Hughes, Botvinkin, Orciari, & Rupprecht, 2005; Marston et al., 2012) . Bats (Chiroptera) are considered the natural reservoir for lyssaviruses; only MOKV and IKOV have never been detected in bats, and their hosts remain unknown. In humans, RABV causes about 55,000 deaths per year, mostly in Africa and Asia. Other lyssaviruses have only caused a few human deaths (Johnson et al., 2010) .
In Finland, EBLV-2 has been isolated twice and antibodies have been detected in Daubenton's bats, and it is therefore considered to be endemic in the Daubenton's bat population (Jakava-Viljanen, Lilley, Kyher€ oinen, & Huovilainen, 2010; Nokireki et al., 2013) . These 
| MATERIALS AND METHODS
In August 2017, a dead bat was found outside a vacation home in Eastern Finland in the municipality of Lepp€ avirta (62°29 0 30″N, 027°47 0 15″E), in the village of Kotalahti. The bat was sent to the Finnish Food Safety Authority Evira for autopsy. The bat was a
male bat weighing 3.5 g and it was quite autolysed on arrival, with maggots inside the corpse. It was identified as a Brandt's bat by PCR method amplifying ND1 mitochondrial gene (Boston et al., 2011 Davis et al., (2005) . The PCR products were separated on a 2% agarose gel stained with ethidium bromide. PCR products that produced bands of expected sizes on the agarose gel were purified from the gel using the Qiaquick Gel Extraction Kit (Qiagen). The reaction products were purified using the DyeEx 2.0 Spin Kit (Qiagen). The PCR products were sequenced using an ABI 3100 Avant Genetic Analyzer (Applied Biosystems) with the primers used in the PCR and a Big Dye Terminator v3.1 Cycle sequencing kit (Applied Biosystems). The sequences were analysed using DNASTAR Lasergene 10 (DNASTAR, Inc), BioEdit (http:/www.mbio.ncsu.edu) and MEGA6 (Tamura, Stecher, Peterson, Filipski, & Kumar, 2013) software and compared with previously published lyssavirus sequences in NCBI GenBank using BLASTN program. A phylogenetic tree was constructed using maximum likelihood method, with general time-reversible correction for multiple substitutions, as implemented in MEGA software.
| RESULTS AND DISCUSSION
The (Daoust, Wandeler, & Casey, 1996; Leslie et al., 2006) , EBLV-1 (Dacheux et al., 2009; M€ uller et al., 2004; Tjørnehøj, Fooks, Agerholm, & Rønsholt, 2006) , MOKV (Sabeta et al., 2007) , LBV (Markotter et al., 2006) and ABLV (Shinwari et al., 2014) , but these infections are usually dead-end events. In addition to RABV, also ABLV, EBLV-1, EBLV-2, IRKV, DUVV and MOKV (reviewed in Johnson et al., 2010) have been responsible for human deaths, even though only in few cases. Therefore, we can assume that humans might also be susceptible to Kotalahti bat lyssavirus.
Based on the close relationship with phylogroup I viruses, vaccines available for animals and humans will probably also offer some level of cross-protection against Kotalahti bat lyssavirus, even though the sequence alone cannot provide a reliable interpretation of antigenic differences, and further studies are needed. (reviewed by Schatz et al., 2013) . In Germany, altogether, 59
New or tentative members of genus
Brandt's bats were analysed for rabies 1998-2014, all with negative results (Schatz et al., 2014) . Many bats have not been identified to species level, but, nevertheless, it seems that low numbers of Brandt's bat have been tested for the presence of lyssaviruses in Europe.
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